Identifier         Position    Mismatches     Score     Binding Factor           Sequence (Search Pattern)
HS$ADH2_11            2 (+)        0         100.00     GR                       AAAACA
HS$HH1_01             3 (+)        0         100.00     HiNF-A                   AAACACA
HS$ALP_02             3 (-)        0         100.00     HNF-3alpha, HNF-3B       TGTTT
HS$GG_22             13 (-)        0         100.00                              CTAAT
HS$CATHD_01          19 (+)        0         100.00     ER-alpha, Sp1            GGGCA
HS$BG_48             25 (+)        0         100.00                              GGTGG
                                                        CAC-binding protein
HS$BG_52             25 (-)        0         100.00                              CCACC
HS$BG_14             25 (-)        0         100.00                              CCACC
HS$BG_44             25 (-)        0         100.00                              CCACC
                                                        CAC-binding protein
HS$ALBU_03           27 (+)        0         100.00     NF-1/L                   TGGCA
HS$RBP_01            27 (+)        0         100.00     NF-1/L                   TGGCA
HS$PLOD1_03          30 (+)        2          88.89     PITX2                    CACATGCCTGTAATCCCAGC
HS$CDH1_01           43 (+)        0         100.00     LUN-1                    TCCCA
HS$AACS_02           55 (+)        0         100.00     ARP-1                    AGGAGG
HS$TERT_03           57 (-)        1          87.50     Sp1                      CTCCGCCTC
HS$EGFR_20           66 (-)        0         100.00                              TCCTGC
HS$CDC2_10           78 (+)        0         100.00                              TTGAA
HS$CYCA_06           78 (+)        0         100.00                              TTGAA
HS$CDC25C_05         78 (+)        0         100.00                              TTGAA
HS$ADH3_01           79 (+)        0         100.00     CAR, RAR-alpha1,         TGAAC
                                                        RAR-beta, 
                                                        RXR-alpha
HS$GG_12             90 (-)        0         100.00     NF-E                     CTGTC
HS$INSR_01           99 (+)        0         100.00     C/EBPalpha               TGCAGTAAG
HS$CRP_03           114 (-)        1          88.89     C/EBPalpha,              AGTGGCGCAA
                                                        C/EBPbeta, 
                                                        C/EBPdelta
HS$LCK_01           133 (-)        1          87.50     LyF-1                    TCTCCCAGG
HS$CD11B_01         136 (-)        0         100.00     Sp1                      CGCCC
HS$GP2B_11          139 (-)        0         100.00     GATA-1                   TTATCG
HS$EG_08            141 (+)        0         100.00                              ATAAA
HS$GFAP_01          141 (+)        0         100.00     TFIID                    ATAAA
HS$GFAP_02          141 (+)        0         100.00     TBP                      ATAAA
HS$GG_12            152 (+)        0         100.00     NF-E                     CTGTC
HS$PTH_04           154 (+)        0         100.00     Ref-1                    GTCTCA
