Table S3. Comparison of global motions among EGFR kinase domain wild-type, mt and δmt obtained from all-atom NMA.

	RMSIP/BC

(from first 10 modes)
	wild-type
	mt
	δmt

	wild-type
	
	0.988
	0.983

	mt
	0.997
	
	0.997

	Δmt
	0.994
	0.994
	


