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Figure S1. SizeMeasurementusingDynamicLight Scattering(DLS) usingthe Instrument,Malvern ZetasizernanoZS (Sensitivity-

0.3 nm - 10 µm). (A). Averagelengthsof NRPstage2 cells andtheproportionof cellsof suchlengths. (B). Averagelengthsof MLP

cells andthe proportionof cells of suchlengths. (C & D). Cell lengthdistributionof MLP andNRP stage2 cells determinedusing

Zetasizer. Eachpeakrepresentscell size(nm) andthepercentageof cellsat thatparticularcell sizerange.
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Figure S2. (A) Major functional group differences between Mtb MLP and NRP stage 2 cells from FTIR analysis. (B) Most probable

pairing of carbonyl group with other functional groups. (C) Diagrammatic representation of carbonyl group with amide bend frequency

[Pavia et al., 2001].
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Figure S3. Chemical structures of the antibiotic (Rifampicin) and the fluorophore 5- carboxyfluorescein (5-FAM). (A). Chemical structure

of the antibiotic Rifampicin. (B). The conjugate 5-corboxy fluorescein (5-FAM). Conjugation site for 5-FAM on rifampicin is encircled in

red (A).



Figure S4. Flow cytometry profile of the 5-FAM fluorescence as a measure of the permeability of 5-FAM-RIF

into Mtb MLP and NRP stage 2 cells over a period of 120 min. (A) MLP cells; (B) NRP stage 2 cells; (C) NRP

stage 2 bead-beaten cells.
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Figure S5. Flow cytometry profile of the 5-FAM fluorescence as a measure of the permeability of 5-FAM-RIF into Mtb MLP and NRP

stage 2 cells over a period of 120 min. (A) MLP cells; (B) MLP bead-beaten cells; (C) NRP stage 2 cells; (D) NRP stage 2 bead-beaten

cells; (E) NRP stage 2 cells post-release from hypoxia into normoxia.



Name Oligonucleotide sequence Purpose

Mtb-otsB1-RT-f 5’ – attggtcgggcacagttgat – 3’ qRT-PCR

Mtb-otsB1-RT-r 5’ – gacttctatctcggcggtgg – 3’ qRT-PCR

Mtb-galE2-RT-f 5’ – gatgttcaccgaggacagca – 3’ qRT-PCR

Mtb- galE2-RT-r 5’ – agtcactgcaatatcggggc – 3’ qRT-PCR

Mtb-pimB -RT-f 5’ – gcggcttcgttggaatacct – 3’ qRT-PCR

Mtb-pimB -RT-r 5’ – caaccgcgacagacacacta – 3’ qRT-PCR

Mtb-LdtA-RT-f 5’ – agtgggtcgctagcaatgtc – 3’ qRT-PCR

Mtb-LdtA-RT-r 5’ – aggtatgtgccgagatgctg – 3’ qRT-PCR

Mtb-glgB-RT-f 5’ – caacgactccgccaacaatg – 3’ qRT-PCR

Mtb-glgB-RT-r 5’ – cagcccgagtcgatagtcac – 3’ qRT-PCR

Mtb-malQ-RT-f 5’ – gttgtcgtcggtgaggatct – 3’ qRT-PCR

Mtb-malQ -RT-r 5’ – cgcaatctcgatcctgctca – 3’ qRT-PCR

Mtb-udgA-RT-f 5’ – accgtatcgtccttggggta – 3’ qRT-PCR

Mtb-udgA-RT-r 5’ – tggcggataccttgaccaac – 3’ qRT-PCR

Mtb-LdtB-RT-f 5’ – gatgtggcggtcaacaccta – 3’ qRT-PCR

Mtb-LdtB-RT-r 5’ – cgcacggtcagtatcttggt – 3’ qRT-PCR

Mtb-rpiB-RT-f 5’ – ccaattgatcggcatcggc – 3’ qRT-PCR

Mtb-rpiB-RT-r 5’ – gtgggtccgttcgtactcg – 3’ qRT-PCR

Mtb-1635-RT-f 5’ – ggagtctgctgggccatatc – 3’ qRT-PCR

Mtb-1635-RT-r 5’ – gaagccgcgaccataattcg – 3’ qRT-PCR

Mtb-ponA2-RT-f 5’ – ggatctagaagccggcgaaa – 3’ qRT-PCR

Mtb-ponA2-RT-r 5’ – acgtcgagttgggcgttaat – 3’ qRT-PCR

Mtb-0648-RT-f 5’ – cggcctgttgacccattaca – 3’ qRT-PCR

Mtb-0648-RT-r 5’ – gtcagcgcgacctttttgag – 3’ qRT-PCR

Mtb-ald-RT-f 5’ – cggatccacactcgctactc – 3’ qRT-PCR

Mtb-ald-RT-r 5’ – acctggtttcatatgcgcga – 3’ qRT-PCR

Table S1. Oligonucleotides used for qRT-PCR in the study


