S1 Table. Details of gene regions amplified, PCR primers used, length DNA sequences (in base pairs) and protocol followed in this study. 
	Gene region
	Primer
	Sequence 5'-3'
	Seq. length
	References

	Cytb
 
	Gludg
H16064
	TGACTTGAARAACCAYCGTTG
CTTTGGTTTACAAGAACAATGCTTTA
	1048bp
 
	[1]
[2]

	16S rRNA
 
	L2510
H3059
	CGCCTGTTTATCAAAAACAT
CCGGTCTGAACTCAGATCACGT
	472bp
 
	[1]
 

	ND4
 
	ND4
Leu
	CACCTATGACTACCAAAAGCTCATGTAGAAGC
CATTACTTTTACTTGGATTTGCACCA 
	663bp
 
	[3]
 

	C-mos 
 
	S77 
S78 
	CATGGACTGGGATCAGTTATG
CCTTGGGTGTGATTTTCTCACCT
	552bp
 
	[4]
 

	RAG1
 
	RAG1_f1a
RAG1_r2
	CAGCTGYAGCCARTACCATAAAAT 
CTTTCTAGCAAAATTTCCATTCAT 
	855bp
 
	[bookmark: _GoBack][5]
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