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This article contains figure S1-S5
Figure S1. Overlay of 15N-1H HSQC spectra of ARID (968-1143) and ARID (968-1143) in complex with 20bp dsDNA (Dri-20).
Figure S2. NMR characterization of BAF250a ARID (1000-1119). (A) Assigned 2D 15N-1H HSQC Spectrum of ARID (1000-1119). (B) Plot of 15N-1H heteronuclear-NOE values vs. residues for BAF250a ARID (1000-1119).
Figure S3. Interaction of BAF250a ARID with dsDNAs monitored using isothermal titration calorimetry experiments. Raw and fitted ITC isotherms for BAF250a ARID/Dri-20 DNA interaction (A) and BAF250a ARID/P270-22 DNA interaction (B). The calculated Kds are mentioned in the figure.
Figure S4. Four representative HADDOCK models from different clusters showing the possible mode of BAF250a ARID – DNA complex. A) HADDOCK models of BAF250a ARID/Mrf2-15 DNA complex. B) HADDOCK models of BAF250a ARID/Dri-15 DNA complex.
Figure S5. Published structures of ARID/DNA complexes. A) Mrf2 ARID/DNA complex (PDB ID: 2OEH). 2) Dri ARID/DNA complex (PDB ID: 1KQQ). The side chains of residues that were known to interact with DNA in the reported structures are shown in stick model.
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Figure S1. Overlay of 15N-1H HSQC spectra of ARID (968-1143) and ARID (968-1143) in complex with 20bp dsDNA (Dri-20).
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Figure S2. NMR characterization of BAF250a ARID (1000-1119). (A) Assigned 2D 15N-1H HSQC Spectrum of ARID (1000-1119). (B) Plot of 15N-1H heteronuclear-NOE values vs. residues for BAF250a ARID (1000-1119) 
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Figure S3. Interaction of BAF250a ARID with dsDNAs monitored using isothermal titration calorimetry experiments. Raw and fitted ITC isotherms for BAF250a ARID/Dri-20 DNA interaction (A) and BAF250a ARID/P270-22 DNA interaction (B). The calculated Kds are mentioned in the figure.
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Figure S4. Four representative HADDOCK models from different clusters showing the possible mode of BAF250a ARID – DNA complex. A) HADDOCK models of BAF250a ARID/Mrf2-15 DNA complex. B) HADDOCK models of BAF250a ARID/Dri-15 DNA complex.
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Figure S5. Published structures of ARID/DNA complexes. A) Mrf2 ARID/DNA complex (PDB ID: 2OEH). 2) Dri ARID/DNA complex (PDB ID: 1KQQ). The side chains of residues that were known to interact with DNA in the reported structures are shown in stick model.


