
 
 

 

S1 Figure. Mutant spectrum at position 155 of NS3 using in vitro fitness estimates. 

Frequencies of the different mutants at steady state estimated as in Fig. 4 but using the fitness 

of different RAVs estimated in vitro (inset) [34]. Shown for comparison is the database value 

of the mutant R155K for HCV genotype 1a (red dot) [33].  
 


